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Overview
Cyberintegrator web Ul design and background.

® Overall principles
© No overwriting of right click menu
O Support for touch?
® Pages
© Workflow Editor & execution
© List workflows
® Workflow editor
© Three columns?
" Tools
" Graph
® Tool parameters and description
® Tools
© Add tool
© Remove tool
© Add connection
= Compatible input ports are highlighted when starting to make connections
© Remove connection
© Selecting tool changes its color
O Clicking on a parameter should highlight that parameter in the parameters windows as well, maybe even scroll to it

Technical details

® Divs for nodes and svg for lines

© yahoo pipes

© threehodes.js
Layout algorithms?
http://jqueryui.com/draggable/
http://threedubmedia.com/code/event/drag/
https://bitbucket.org/galaxy/galaxy-dist/src/8cbb23ed305e6803da733eb7be74bab779ee9ead/static/scripts/galaxy.workflow_editor.canvas.js?
at=default

Mockups

Main layout:


http://jqueryui.com/draggable/
http://threedubmedia.com/code/event/drag/
https://bitbucket.org/galaxy/galaxy-dist/src/8cbb23ed305e6803da733eb7be74bab779ee9ea4/static/scripts/galaxy.workflow_editor.canvas.js?at=default
https://bitbucket.org/galaxy/galaxy-dist/src/8cbb23ed305e6803da733eb7be74bab779ee9ea4/static/scripts/galaxy.workflow_editor.canvas.js?at=default
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Tools on canvas:
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Existing Systems
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Service panel

Filter:

Import new services

| Clear )

0 Available services

» [ Service templates

» [ Local services

» [ Biomart @ htp://www.biomart.org/biomart/martservice

» [ Biomoby (@ http:/ /moby.ucalgary.ca/moby/MOBY-Central.p!
» [0 Soaplab @ http: //www.ebi.ac.uk/scaplab/services/

» [CF wsDL @ http:{ feutils.nebi.nim.nih.gov/entrez feutils/soap,/ eutil
» [ WsDL @ http://soap.bind.ca/wsdl/bind.wsd|

» [CF wsDL @ http://seap.genome.]p /KEGG.wsdl

» [ WsSDL @ http:/ jwww.ebi.ac.uk/ws/services jurn:Dbfetch?wsd|
» (O3 wsDL @ http:/ fwww.ebi.ac.uk/xembl/XEMBL.wsdl
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Workflow diagram

* Woridiow input ports

—{—Workﬂmrenplm Details  Validation report 1

== EBL InterProScan
¥ | Workflow input ports
A Email_address
A Sequence_or_ID
¥ [ = Workflow output ports
W InterProScan_GFF
W InterProScan_text_result
T InterProScan_XML_result
¥ Job_ID
¥ [ Services
v [} Content_list
A2 WsArrayofData
2, output
v @ EBI_InterProScan_poll_job
A Job_ID
2, Job_status
v @ Format_as_GFF
A2 interproscan_text

f4|»

EBI_Inter|

Scan_poll_job

" Workflow ifpdt ports *

“Woridion

output ports |

Y

XML_result_type_defaultValue |

[ Get_text_resut_type_detaultvaiue |

Note:

® Web service as a step/input
® Grouping steps

Wings/Pegasus

Job_status |




~ | ModelThenClassifiar-NaiveBayes -ContinuousData 2

& = F J
TrainingData
Datalndex \\“
TestData s Discretize
‘ DiscretizedTrainingData javaMaxHeapsize
v Discretize
i NaiveBayesModeler
DiscretizedTestData
\ BayesModel
i MaiveBayesClassifier
I Template Constraints Template Metadata = Adwvanced Constraints ]
=
« | TestData dedom:isDiscrete falsesAwsd:boolean
w* | TrainingData docdom:isDiscrete false~Axsd:boolean

Note:

® Simple Ul (Pegasus Engine/complex workflow)

Kepler
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SDF clor

Gene Accession Number
XML Entry Display

Sequence Geter Using XPath  Sequence Display

HTWL Ganeralor U!lhﬂ MELT HTML uism

'K/ .06-UsingWebServicesAndD...

Note:

Fle Tooks Hep -
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3 > - -
<?£':;;£s> chtal><head><Title>XSLT Samplec/titless
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£ i L BASE_COUNT A <b>Program: </b><inpu
o SR QUENCE> cace <b>Database: </br<{i
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<INPUT TYPE=\"submit\’
— < /Eora>
|
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® Visualizing the steps (models/processes)
® Director (manage the execution)
® Workflow overview (mini map)

Galaxy




800 J ..@Imuini—DeIi(inus %\ [ ThreeNodes.js::0.1.1 ®x Y p\pes yahoo - Google Sear % x x % ) L
€& - | [ kttps://galaxy.igb.illinois.edu/galaxy/workflow/editor?id=39af50a2814df6834# \"/‘3 C d =
[ Delicious [ Grainger (L] Other Bookmarks
-_ Galaxy / UIUC Woridflow Using 258.1 GB
Tools Workflow Canvas | imported: RNA-Seq workflow L+ Details
.:' search tools ':. Tool: Cufflinks
Get Data Version: 0.0.5
ENCODE Tools Tophat for litami % Cufflinks b4
‘ophat for lllumina . .
ift- SAM or BAM file of aligned RNA-
L SAM or BAM file of aligned RNA-Seq seq rend 9
Text Manipulation RNA-Seq FASTQ file reads q reacs
) - Data input ‘input’ (sam or bam)
Filter and Sort Select the reference Reference Annotation
oin, Subtract and Grou genome Max Intron Length: ¥
- - Global model (for use in Trackster)
Convert Formats insertions (bed) &
enes_expression (tabular)
Extract Features deletions (bed) & genes_expl ( ) & Min Isoform Fraction: ¥
Fetch Sequences o transcripts_expression (tabular) &®
e Tam— Junctions (bed) ]
——— assembled_isoforms (gt
Get Genomic Scores . accepted_hits (bam) & - (ot ® Pre MRNA Fraction: ¥
) total_map_mass (txt) ®
Operate on Genomic Intervals
Statistics i ization:
Eess Perform quartile normalization:
Taphat for [l
Graph/Display Data G SIS *
Regional Variation RNA-Seq FASTQ file flagstat ES [No %]
Multiple regression Select the reference ! B”‘MF' ‘f {_‘-"_CU"VE’T Use Reference Annotation:
Multivariate Analysis genome outputl (txt) & | Use reference annotation as1 : |
Multiple Alignments .
Muiltiple Alignments insertions (bed) ® Reference Annotation
Metagenomic analyses i
— deletions (bed) ® Data input
FASTA manipulation Cufflinks ® ‘reference_annotation_guide_file'
Junctions (bed) ®
NCBI BLAST+ SAM or BAM file of aligned RNA-Seq (9ff3 or gt
NGS: QC and manipulation accepted_hits (bam) & reads Perform Bias Correction:
Picard Tools Reference Annotation [ Mo ¢
NG Mapping q
NGS: Mappin Global medel (for use in Trackster) Use multi-read correct: ¥
NGS: Indel Analysis [ Mo
NGS: RNA Analysis genes_expression (tabular) E—
NG>: RNA Analysis
) None: W
NGS: SAM Tools transcripts_expression (tabul
NGS: GATK Tools (beta)
assembled_isoforms (gtf) Edit Step Actions
NGS: Peak Calling
total_map_mass (txt) “Rename Datacet =
NGS: Simulation | Rename Dataset = |
SNP/WGA: Data; Filters |_genes_expression
flagstat b4

Web-based editor

tools show inputs and outputs on canvas but not parameters, those are shown in side panel
overview of layout in bottom right

tool parameters setting in the right panel

button to layout
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Yahoo Pipes
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[ other Bookmarks

[] Delicious [ Grainger

ipes [“un
yout Expand All Collapse All

[ [a]
Back to My Pipes || Mew Save Properties...
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Data —
Column separated by | , 3 orl:lij:-
Auto-Discover Skip the ﬁrst
b User inputs (=) Use rows@‘.,:- o mijb as column names
» Operators (") Use the following column names:
» Url © Column name
» string oL e
» Date @
» Location
» Number
Favorites
» My pipes
» Deprecated

L
g
g
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e

© Page URL
L]

Debugger: Feed Auto-Discovery (0 items)

Time taken: 0.000s Refresh

© tools organized by types

© tool parameters inside each tool on canvas
© tool list can be hidden

© button to layout

Threenode.js/ivvvvv



800 /| ThreeNodes.js::0.1.1 x W B |
L C | [ idflood.github.io/ThreeNodes.js/public/index.html#example/rotating_cubel.json "’2 f,' é =
| Y Delicious [ Grainger 2] Other Bookmarks

ples About

New Attribute List

WebGLRenderer

width

height

(]
shadowCameraNear

shadowCameraFar

shadowNapWidth

shadowNapEnabled
.

shadowMapSoft
/]

toll list and tool parameters both in left panel, toggle between them
zooming ability in bottom right

ability to play

streaming workflows (continuously running)

overwrites right-click menus

inputs and parameters are the same?
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Trident



SoftmeanService

Description:
Operation: Run
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